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09.30-09.45 

The Effects of Apple Pomace Extract on the Intestinal Barrier Integrity in an in Vitro 
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Effects of Encapsulated and Urease-Active Urea Addition on Aerobic Stability and Microbial 
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Costin Dragomir 
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Catalin Dragomir, Mihai Gras, Lin Bautze, Josselin Andurand, Katja Klump, Durba Kashyap, 
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Mitogenomes from Türkiye and Iran 

Husham Abdulrahman Mahdi Alabbasi 

 

ibiso
Highlight

ibiso
Highlight



18th International Symposium of Animal Biology and Nutrition 
9 

 

 

 

 

 

 

 

 

ORAL PRESENTATIONS 
 

  



18th International Symposium of Animal Biology and Nutrition 

 

 

 

24 

Phylogenetic relationships among Eurasian Otter (Lutra lutra) based on the complete 

mitogenomes from Türkiye and Iran 

Saffet Teber1 ; Ahmet Yesari Selçuk2 ; *Husham Abdulrahman Mahdi Al-Abbasi3,4; Mohammad 

Moradi5 ; Mehmet Baran6 ; Akif Keten7 ; Tarkan Yorulmaz8 ; Alaettin Kaya9 ; Servet Ulutürk10; 

Haluk Kefelioğlu11; Coşkun Tez12,13; Osman İbiş1,13  
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and Technologies, Graduate School of Natural and Applied Sciences, Erciyes University, Kayseri, Türkiye 
4Department of Biotechnology, Faculty of Applied Sciences, University of Samarra, Samarra, Iraq 5Department of 

Biology, Faculty of Science, University of Zanjan, Zanjan, Iran 6Department of Agricultural Biotechnology, Graduate 

School of Natural and Applied Sciences, Erciyes University, Kayseri, Türkiye 7Department of Wildlife Ecology and 

Management, Faculty of Forestry, Düzce University, Düzce, Türkiye 8Program of Hunting and Wildlife, Department 

of Forestry, Food and Agriculture Vocational School, University of Çankırı Karatekin, Çankırı, Türkiye 9Department 

of Basic Science, Faculty of Veterinary Medicine, Dicle University, Diyarbakır, Türkiye 10Batman University, Faculty 

of Arts and Sciences, Department of Biology, Batman, Türkiye 11Department of Biology, Faculty of Science and 

Letters, Ondokuz Mayıs University, Samsun, Türkiye 12Department of Biology, Faculty of Sciences, Erciyes 

University, Kayseri, Türkiye 13Genome and Stem Cell Center (GENKOK), Erciyes University, Kayseri, Türkiye  

*Corresponding author: sa1994aaman@gmail.com 
 

The Eurasian otter (Lutra lutra), a Near Threatened species and a key indicator of aquatic 

ecosystem health, has experienced significant population declines due to anthropogenic pressures 

and historical climatic fluctuations. While extensive genetic studies have been conducted across 

Europe and parts of Asia, data from Anatolia and Iran—regions considered potential Pleistocene 

refugia—remain scarce. In this study, we sequenced and analyzed complete mitochondrial 

genomes (mitogenomes) of 13 L. lutra collected from Türkiye (n=9) and Iran (n=4). The 

assembled mitogenomes were approximately 16,535 bp in length and exhibited the typical gene 

composition of mammals, including 13 proteincoding genes, 22 tRNAs, and two rRNAs. 

Phylogenetic analyses based on Bayesian Inference (BI) and Maximum Likelihood (ML) 

approaches revealed two major haplogroups within L. lutra: an East Asian clade and a Western 

Palearctic clade comprising samples from Europe, Türkiye, and Iran. Within the dataset, six 

haplotypes were identified among Turkish samples and one among Iranian samples, indicating low 

nucleotide diversity (π = 0.00081) across the region. Comparative analysis with sequences from 

GenBank showed strong haplotype sharing between Türkiye, Iran, and European populations, 

suggesting historical colonization routes and limited genetic differentiation. CYTB and control 

region analyses supported these findings, revealing low variation consistent with previous reports 

for Eurasian populations. The observed genetic homogeneity likely reflects historical bottlenecks 

associated with Pleistocene climatic oscillations and recent anthropogenic impacts. This study fills 

an important gap in the phylogeographic knowledge of L. lutra and highlights the role of Anatolia 

and Iran in shaping the evolutionary history of this species. The results provide a genomic resource 

for future conservation genetics studies and reinforce the necessity of regional monitoring 

strategies for sustaining genetic diversity in fragmented otter populations. 

 Keywords: Lutra lutra, Mitogenome, Genetic diversity, Phylogeny, Türkiye, Iran. 
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